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A non-invasive urine exosome gene expression assay (ExolntelliScore Prostate)

accurately predicts pathologic stage and grade in the prostatectomy specimen
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Utilizing only those patients with a biopsy Gleason score of

Figure 2. ExolntelliScore Prostate vs. Prostatectomy Stage
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6, (Figure 4) the distribution of ExolntelliScore Prostate
discriminated adverse RP pathology (3+4 vs 443, red line)

Figure 3. ExolntelliScore Prostate vs Tumor Volume
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